The alterations in H1 histone complement during mouse spermatogenesis and their significance for H1 subtype function.
The principal histone H1 subtypes of mouse prepachytene spermatocytes were identified as H1a and H1c, proteins that are metabolically unstable and have been postulated to promote extended or flexible chromatin conformations. We suggest that the unusual H1 subtype composition in these cells favors chromatin conformations compatible with the precise chromosomal pairing necessary for genetic recombination and also that it may expedite histone replacement during spermiogenesis.